broj uzoraka SARS-COV-2 s mutacijom
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L1408L
S1467T
11683T
V1741V
Y1776Y

[
10000

OORF3a OE
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W241S
F308L
G71S
T224N
Y237*

133D134D->133H134V
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K25R
C45S
P314L
K568N
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H290Y
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0O ORF10

R213C

D331D

T33I

L216L

D282G

Q284H
DEL_69H_70V
S98F

N439K

O NSP2 MO NSP3 O NSP4 DO NSP5 ONSP6 ONSP7 O NSP8 O NSP9 MO NSP10 O NSP12a O NSP12b O NSP13
O ORF6 O ORF7a O ORF7b O ORF8 M N
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B nekodirajuci

D614G
K1045M
K1045R
T1116T
V1264L
T34T
Q38R
Q57H

®

04G->203K204R

N126N

nekodirajuca regija

A99S
V202L
124V
R150R
D160D
V5V
A15A
L64L

el o 9l Asmrs Inlatgmmblall [ls.

studeni-prosinac

5000

O NSP1
O NSP15 @O NSP16 O S

10000

O ORF3a OE

BEM

15000

20000

O NSP2 MO NSP3 O NSP4 DO NSP5 ONSP6 ONSP7 O NSP8 M NSP9 MO NSP10 O NSP12a O NSP12b O NSP13
0O ORF6 O ORF7a O ORF7b O ORF8 M N

25000
O NSP14

0O ORF10 M nekodirajuci

Usporedba mutacija u sekvenciranim uzorcima virusa SARS-CoV-2 izoliranim u Hrvatskoj u pocetku drugog vala (kolovoz-listopad,
gornji panel) i tijekom drugog vala (studeni-prosinac, donji panel). Prikazane su mutacije (razlike od referentne sekvence genoma
SARS-CoV-2) prisutne u najmanje dva uzorka.

HOST-COV-SEQ
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Hrvatska zaklada
za znanost



